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*This study demonstrates the utility of immunogenicity screening tools in the Ancer platform for streamlined designs of personalized cancer vaccines.

*Our Ancer analysis suggests tumors reduce their immunogenicity (less neoepitopes) and increase their tolerance potentials (mutations more likely to be tolerated) in response to nivolumab therapy. Mutations acquired 3.Liu R. et al., Hum Vaccin Immunother. 2015 11:9. 2241-2252

after immunotherapy are more “stealth” than mutations found prior to therapy. 4.Wada Y. et al., Sci Rep. 2017 Apr 28;7(1):1283

*Ancer can be employed to identify novel biomarkers associated with clinical responses. Tumor neoepitopes become more similar to self in patients that respond to nivolumab therapy. 5.Jang H. et al., Hum Vaccin Immunother 2020 Sep 1;16(9):2042-2050

*These results highlight that identifying relevant mutations for precision immunotherapy (e.g. personalized vaccines) will become more difficult once patients are treated with a checkpoint inhibitor. Specializec 6.Richard G. et al., Proceedings: AACR Annual Meeting 2019, March 29-April 3,

2019: Atlanta, GA

tools, such as JanusMatrix are needed to correctly and quickly identify immunogenic mutations. 7 Riaz N. et al. Cell 2017: 171 934-949
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